Chromosome Map, Group Overexpression Spots

(% band genes found in a spot)
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Spot A (% band genes found in this spot)
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Spot B (% band genes found in this spot)
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SpOt C (% band genes found in this spot)
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Spot D (% band genes found in this spot)
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Spot E (% band genes found in this spot)
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SpOt F (% band genes found in this spot)
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